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Within Asteraceae there are some taxa that had their circumscription modified 
throughout time. The Mutisieae tribe is one of those groups. This tribe has been 
segregated since the 1970s and now it’s spread through about nine subfamilies. 
Flavonoids are molecules with a variety of structures and modifications found 
throughout plant lineages, some structures are exclusive to certain lineages and could 
be used as taxonomic markers. Therefore we chose 5 lineages that used to be in 
Mutisieae and observe the flavonoid patterns present in them, starting with the 
creation of a database from papers published since the 1950s with flavonoids 
extracted from Barnadesioideae; Mutisioideae; Stifftioideae; Wunderlichioideae and 
Gochnatioideae. The data was organized according to the last circumscription of each 
subfamilie, and the flavonoids found in the taxa were latter structurally analysed with 
information as the type of flavonoide the substituting group and the position of the 
substitution. Of the five lineages studied only four had data of flavonoide extracted, 
Stifftioideae had none; therefore it was excluded from the study. The 89 species from 
the other four subfamilies indicate the existence of taxon specific patterns, even 
though some are more supported than others. In Barnadesioideae the flavonoids found 
are mainly flavonols, most of the substituents are glycosides inserted in C3. 
Mutisioideae was divided in its three tribes, the presence of anthocyanidin and 
anthocyanin is documented only in Mutisieae where most of the substituents are 
glycosides inserted in more varied positions. Nassauvieae is the only group analyzed 
with dihydroflavonols, the most common substituent is OMe (methoxyl) found mostly 
at C7 or at C7 and C4. Wunderlichioideae has documented the presence of 
acilglycosides in flavones. Gochnatioideae has flavones with additional oxygroups in 
C6 and the most common substituent is OMe in various positions within the molecule, 
di and methoxylation happen in this lineage. This study showed that different patterns 
were observed in this four lineages suggesting flavonoids could be used as good 
taxonomic marker these early-divergent lineages in Asteraceae.  
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